Neoadjuvant CD40 agonism remodels the tumor immune microenvironment PY\/ I S
in locally advanced esophageal/gastroesophageal junction cancer ON CC{L‘OGY

Bridget P. Keenan'-3, Maira Soto*®, Erin L. Filbert*, Hai Yang'?, Stephanie Starzinski'#, Alec Starzinski’?, Marissa Gin'-?2, Brandon

Chen'?, Phi Le'2, Tony Li'%, Brandon Bol'?, Alexander Cheung'-?, Li Zhang'-3~, Frank J. Hsu#®, Andrew Ko'-3, Lawrence Fong'-3

1Cancer Immunotherapy Program, University of California, San Francisco, CA, ?Helen Diller Family Comprehensive Cancer Center, University of California, San Francisco, CA,

3Division of Hematology/Oncology, University of California, San Francisco, CA, *Apexigen America, Inc, San Carlos, CA, University of California
SDepartment of Epidemiology and Biostatistics, University of California, San Francisco, CA, ®Pyxis Oncology, Inc., Boston, MA AbStraCt #. 1 361 San Francisco
BACKGROUND AND RATIONALE RESULTS RESULTS CONTINUED
A 100
Neoadjuvant chemoradiation (CRT) followed by Pre-Treatment ~ Post-Treatment A I
s v W AR Y §¢, ! &L [ Persistent
75 |

surgical resection is the standard of care for patients
with locally advanced esophageal/
gastroesophageal junction (E/GEJ) cancer. A
pathologic complete response (pCR) at surgery is
associated with improved survival outcomes.
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Sotigalimab (sotiga) is a potent CD40 agonist mAb CO# Teels  COFTeels Treg
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Figure 2. Tumor-infiltrating myeloid cells are activated post-
sotiga. A. Representative images of MIBI analyses of DCs

(CD11b+, CD11c+, HLA-II+, white arrow; CD86+ activated DCs)
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Treatment with sotiga induced the activation of
antigen presentation leading to the downstream
generation of novel T cell clonotypes, enhanced T
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